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<400> 1 

Met Leu Lys Pro Ser Val Thr Ser Ala Pro Thr Ala Asp Met Ala 

15 10 15 

Thr Leu Thr Val Val Gin Pro Leu Thr Leu Asp Arg Asp Val Ala 

20 25 30 

Arg Ala lie Glu Leu Leu Glu Lys Leu Gin Glu Ser Gly Glu Val 

35 40 45 

Pro Val His Lys Leu Gin Ser Leu Lys Lys Val Leu Gin Ser Glu 

50 55 60 

Phe Cys Thr Ala lie Arg Glu Val Tyr Gin Tyr Met His Glu Thr 

65 70 75 

lie Thr Val Asn Gly Cys Pro Glu Phe Arg Ala Arg Ala Thr Ala 

80 85 90 

Lys Ala Thr Val Ala Ala Phe Ala Ala Ser Glu Gly His Ser His 

95 100 105 

Pro Arg Val Val Glu Leu Pro Lys Thr Asp Glu Gly Leu Gly Phe 

110 115 120 

Asn Val Met Gly Gly Lys Glu Gin Asn Ser Pro lie Tyr lie Ser 

125 130 135 

Arg lie lie Pro Gly Gly Val Ala Glu Arg His Gly Gly Leu Lys 

140 145 150 

Arg Gly Asp Gin Leu Leu Ser Val Asn Gly Val Ser Val Glu Gly 

155 160 165 

Glu His His Glu Lys Ala Val Glu Leu Leu Lys Ala Ala Lys Asp 

170 175 180 

Ser Val Lys Leu Val Val Arg Tyr Thr Pro Lys Val Leu Glu Glu 

185 190 195 

Met Glu Ala Arg Phe Glu Lys Leu Arg Thr Ala Arg Arg Arg Gin 

200 205 210 

Gin Gin Gin Leu Leu lie Gin Gin Gin Gin Gin Gin Gin Gin Gin 

215 220 225 

Gin Thr Gin Gin Asn His Met Ser 
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<210> 2 

<.!11> 1396 

<212> DNA 

< 2 1 3 > Homo sapiens 

<220> - 

<2 23> 19743 3 7 



<400> 2 

cacgcacccg 

gaagcaaccc 

ggcagagcct 

cgcaccgcaa 

cacccaagct 

tcygtcctcc 

tgctgatgct 

tggtccagcc 

tacaggaatc 

atggctgtcc 
ctagtgaagg 
gttttaatgt 
ctggaggggt 
acggagtgag 
aagacagcgt 
gc tttgaaaa 
agcaacagca 
agctacttga 
catagtaaaa 
aaattcttta 
cgtgggcttt 
ggagaggttt 
aaataaaaaa 



catgcacaca 
gccagctaca 
tccctcccag 
ctgaagatct 
ttcttctcca 
ctctccaccc 
gaagccgagc 
gctcaccctg 
tggagaagta 
tscagctcitt 
cgaattccgt 
ccactcccac 
gatgggagga 
ggctgaaaga 
tgtggaagga 
caagctggtg 
gctacgaaca 
gcagcagcaa 
tcaaacatcc 
gacaacactg 
ccaaggcaac 
acatacattg 
tctagtctgc 
aaaaaa 



cgtatat tc t 
cccacccagc 
agcccggcga 
gccgccgcgg 
ccaccaccac 
ccgcccccaa 
gtcact tcgg 
gacagagatg 
ccagtgcaca 
cgagaggtgt 
gcgagggcaa 
cctcgagtag 
aaggagcaaa 
cacggaggcc 
gaacaccatg 
gtgcgataca 
gccaggcgtc 
caaacacaac 
gatagtcaca 
ataattatac 
tcaacacctt 
accttccat t 
aaactgaaac 



gaccat ttta 
gctcctgggg 
tgcagtcgct 
aacagt tgcg 
c ttcct tcct 
tctcctcct t 
ctcccacggc 
t tgcaagagc 
age tacaatc 
a lCuu i_a u a u. 
cagcaaaggc 
ttgaac tgee 
attcccccat 
tcaaaagagg 
agaaagctgt 
ccccaaaagt 
ggcagcagca 
aaaaccacat 
aatt tgaaac 
ctgtcaagaa 
ctttctctgg 
cactgeagtg 
agtgtaagaa 



ttagagtgga 
gtggaatagc 
ctcggatacc 
tctccatctg 
tccccctcct 
tttttctcac 
agacatggcg 
aat tgaatta 
cctcaaaaaa 
gca ogaaac g 
aacagttgea 
aaagactgat 
ttatatctct 
agaccagctg 
ggaactac tc 
tctggaagaa 
geaattgeta 
gtcataggee 
cgtgcttcag 
gctgtgaaca 
gcttgaaccg 
ggaattctca 
gaataaagtc 



aagt tgaaag 
aaagttctag 
tgctcagctc 
gctaccaacc 
ccccc tec t t 
tacgageggt 
acat tgacag 
ctggaaaaac 
gtget tcaga 

aLddCuy l ud 

gcttt tgcag 
gaaggect tg 
egcataatte 
ctatcagtga 
aaggctgeta 
atggaggctc 
attcagcagc 
cttgagggaa 
aatcccagca 
catggtgtat 
ccactgc tea 
gtgtgcagag 
tatgactt tt 



60 
120 
180 
240 
300 
360 
420 
480 
540 

f r\ r\ 
U V u 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1396 



<210> 3 
<211> 297 
<212> PRT 

<213> Caenorhabdi t i s elegans 
<220> - 

<223> gl685067 



<400> 3 




























Met 


Gly 


Leu 


Lys 


Gly 


Phe 


Thr 


Gly 


Ser 


Phe 


Gin 


Gin 


He 


Arg 


Gly 


1 








5 










10 










15 


Leu 


Leu 


Arg 


Pro 


Pro 
20 


Lys 


Asn 


Leu 


Pro 


Phe 
25 


Arg 


Gly 


He 


Phe 


Arg 
30 


Lys 


Asp 


Gly 


Glu 


Val 
35 


Val 


Arg 


Lys 


Asp 


Asp 
40 


Leu 


Leu 


Val 


Asn 


Gin 
45 


Phe 


Lys 


Met 


Asn 


Tyr 
50 


His 


Pro 


Gly 


Leu 


Asn 
55 


Val 


Tyr 


Tyr 


Glu 


Asn 
60 


Asp 


Arg 


Gly 


Glu 


Arg 
65 


Leu 


Leu 


Arg 


Ala 


His 
70 


Cys 


Asp 


Gly 


He 


Val 
75 


Arg 


He 


Ser 


Gin 


Glu 
80 


Lys 


Cys 


Asp 


Pro 


Asp 
85 


Tyr 


Glu 


He 


Glu 


Glu 

90 


Met 


Lys 


Gly 


Tyr 


Glu 


Tyr 


Arg 


Lys 


Asp 


Val 
10 0 


Asp 


Leu 


Tyr 


Lys 


Met 

10 5 


Thr 


Phe 


Asn 


Met 


Asp 

110 


Asn 


Pro 


Asp 


Gly 


Pro 
115 


Asn 


Leu 


Glu 


Arg 


Asp 

120 



7 





PF-0599 



2 DIV 



Val Gin Arg lie Leu Glu Leu Met Glu His Val Gin Lys Thr Gly 

125 130 135 

Glu Val Asn Asn Ala Lys Leu Ala Ser Leu Gin Gin Val Leu Gin 

140 145 150 

Ser Glu Phe Phe Gly Ala Val Arg Glu Val Tyr Glu Thr Val Tyr 

155 160 165 

Glu Ser lie Asp Ala Asp Thr Thr Pro Glu lie Lys Ala Ala Ala 

170 175 180 

Thr Ala Lys Ala Thr Val Ala Ala Phe Ala Ala Ala Glu Gly His 

185 190 195 

Ala His Pro Arg lie Val Glu Leu Pro Lys Thr Asp Gin Gly Leu 

200 205 210 

Gly Phe Asn Val Met Gly Gly Lys Glu Gin Asn Ser Pro lie Tyr 

215 220 225 

lie Ser Arg lie lie Pro Gly Gly Val Ala Asp Arg His Gly Gly 

230 235 240 

Leu Lys Arg Gly Asp Gin Leu lie Ala Val Asn Gly Asn Val Glu 

245 250 255 

Ala Glu Cys His Glu Lys Ala Val Asp Leu Leu Lys Ser Ala Val 

260 265 270 

Gly Ser Val Lys Leu Val lie Arg Tyr Met Pro Lys Leu Leu Asp 

275 280 285 

Glu Met Glu Arg Arg Phe Glu Arg Gin Arg lie Pro 



290 



295 
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